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< 2 1 0 > 1 

<211> 97 5 

<212> DNA 

<213> homo sapiens 



<400> 1 

atgaatcata 

ttcatcctgc 

gcactactgt 

aaccc ttc tt 

ggtctggcca 

attagcctcc 

tctggtatcc 

tatccatcaa 

aatggct tat 

aatgaaat tg 

aggaggccaa 

agtcttatta 

gaagc tgcag 

tacac tattg 

ccagt tctac 

gcact tcaga 

gaaataagat 



tgtctgcatc 
tgggattccc 
atctc tcagc 
tacagcagcc 
c tactatcat 
c tgagcgc t t 
tactctgcat 
ttgtcaccag 
ttgtcactcc 
aacactgcc t 
acagcat t tg 
tactgtca ta 
ccaaggccc t 
t tgtagtgat 
ttaatgtgtt 
ccaaagaac t 
cttag 



tctcaaaatc 
gggcat tcac 
acttgctgca 
catgtatat t 
ccctaagatc 
tgc tcagatt 
ggct tt tgat 
ttcc ttaatc 
agtgcctgtg 
gtgc tctaac 
ccagt tggtt 
tattttgatt 
gagcac t tgt 
t tcagtgact 
gcacaacatc 
tagggcagcc 



tccaatagct 
agctggcaac 
aacaccc tea 
t tccttggca 
c tggecatet 
tatgecat tc 
agatatgtgg 
ttaaaagcta 
c ttgeagcac 
c ttggggtca 
ctggcatggc 
ctgtac tctg 
agt tcacatc 
catctgacag 
atcccccct t 
t tccaaaagg 



ccaaat tcca 
actggc ta tc 
tec tea tea t 
tec tctgtat 
tctggt t tga 
act tct t tgt 
ctatt tgtca 
ccctgt teat 
agegtgat ta 
caagee tggc 
ttggaatggg 
tac ttagact 
tcaccctcat 
aga tgaaggc 
ccc tcaaccc 
tgctgt ttgc 



ggtctctgag 
tctgcccctg 
catctggcag 
ggtagacatg 
tgccaaggt t 
gggcatggag 
ccc tc t tege 
ggtgctgaga 
ttgctccaag 
ttgtgatgac 
gagtgatcta 
gaactcagct 
ccttttcttt 
tac tttgatt 
tacagtt tac 
ccttacaaaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
975 



<210> 2 

<211> 324 

<212> PRT 

<213> homo sapiens 

<400> 2 

Met Asn His Met Ser Ala Ser Leu Lys lie Ser Asn Ser 

15 10 
Gin Val Ser Glu Phe lie Leu Leu Gly Phe Pro Gly lie 

20 25 
Gin His Trp Leu Ser Leu Pro Leu Ala Leu Leu Tyr Leu 

35 40 45 

Ala Ala Asn Thr Leu lie Leu lie lie lie Trp Gin Asn 

50 55 60 

Gin Gin Pro Met Tyr lie Phe Leu Gly lie Leu Cys Met 
65 70 75 

Gly Leu Ala Thr Thr lie lie Pro Lys lie Leu Ala lie 

85 90 
Asp Ala Lys Val lie Ser Leu Pro Glu Arg Phe Ala Gin 

100 105 
lie His Phe Phe Val Gly Met Glu Ser Gly lie Leu Leu 



Ser 


Lys 


Phe 




15 




His 


Ser 


Trp 


30 






Ser 


Ala 


Leu 


Pro 


Ser 


Leu 


Val 


Asp 


Met 






80 


Phe 


Trp 


Phe 




95 




He 


Tyr 


Ala 


110 






Cys 


Met 


Ala 



1 



4 



• 







115 










120 










125 








Phe 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Kis 


Pro 


Leu 


Arg 


Tyr 


Pro 


Ser 


He 




130 










135 










140 










Val 


Thr 


Ser 


Ser 


Leu 


He 


Leu 


Lys 


Ala 


Thr 


Leu 


Phe 


Met 


Val 


Leu 


Arg 


145 










150 










155 










160 


Asn 


Gly 


Leu 


Phe 


Val 


Thr 


Pro 


Val 


Pro 


Val 


Leu 


Ala 


Ala 


Gin 


Arg 


Asp 










165 










170 










175 




Tyr 


Cys 


Ser 


Lys 


Asn 


Glu 


He 


Glu 


His 


Cys 


Leu 


Cys 


Ser 


Asn 


Leu 


Gly 








ISO 










185 










190 






Val 


Thr 


Ser 


Leu 


Ala 


Cys 


Asp 


Asp 


Arg 


Arg 


Pro 


Asn 


Ser 


He 


Cys 


Gin 






195 










20 0 










205 








Leu 


Val 


Leu 


Ala 


Trp 


Leu 


Gly 


Met 


Gly 


Ser 


Asp 


Leu 


Ser 


Leu 


He 


He 




210 










215 










220 










Leu 


Ser 


Tyr 


He 


Leu 


He 


Leu 


Tyr 


Ser 


Val 


Leu 


Arg 


Leu 


Asn 


Ser 


Ala 


225 










230 










235 










240 


Glu 


Ala 


Ala 


Ala 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


Thr 


Leu 










245 










250 










255 




lie 


Leu 


Phe 


Phe 


Tyr 


Thr 


He 


Val 


Val 


Val 


He 


Ser 


Val 


Thr 


His 


Leu 








2 60 










265 










270 






Thr 


Glu 


Met 


Lys 


Ala 


Thr 


Leu 


He 


Pro 


Val 


Leu 


Leu 


Asn 


Val 


Leu 


His 






275 










280 










285 








Asn 


lie 


He 


Pro 


Pro 


Ser 


Leu 


Asn 


Pro 


Thr 


Val 


Tyr 


Ala 


Leu 


Gin 


Thr 




290 










295 










300 










Lys 


Glu 


Leu 


Arg 


Ala 


Ala 


Phe 


Gin 


Lys 


Val 


Leu 


Phe 


Ala 


Leu 


Thr 


Lys 


3 05 










310 










315 










320 


Glu 


He 


Arg 


Ser 



























<210> 3 

<211> 1434 

<212> DNA 

<213> homo sapiens 

<400> 3 

taaacctctg catcaagtca agtaacactg agataaatat gaagaaaaca agcacatcca 60 

tttaatctat ataatttcta aagagatgaa gaaaggctta gaaaaatact acaattttat 120 

ttctgtggtg gttccaacct gtgataactg agaacaatac aaatagagat ttgaaattca 180 

tgttgaatca tgaatcatat gtctgcatct ctcaaaatct ccaatagctc caaattccag 240 

gtctctgagt tcatcctgct gggattcccg ggcattcaca gctggcaaca ctggctatct 300 

ctgcccctgg cactactgta tctctcagca cttgctgcaa acaccctcat cctcatcatc 360 

atctggcaga acccttcttt acagcagccc atgtatattt tccttggcat cctctgtatg 420 

gtagacatgg gtctggccac tactatcatc cctaagatcc tggccatctt ctggtttgat 480 

gccaaggtta ttagcctccc tgagcgcttt gctcagattt atgccattca cttctttgtg 540 

ggcatggagt ctggtatcct actctgcatg gcttttgata gatatgtggc tatttgtcac 600 

cctcttcgct atccatcaat tgtcaccagt tccttaatct taaaagctac cctgttcatg 660 

gtgctgagaa atggcttatt tgtcactcca gtgcctgtgc ttgcagcaca gcgtgattat 720 

tgctccaaga atgaaattga acactgcctg tgctctaacc ttggggtcac aagcctggct 780 

tgtgatgaca ggaggccaaa cagcatttgc cagttggttc tggcatggct tggaatgggg 840 

agtgatctaa gtcttattat actgtcatat attttgattc tgtactctgt acttagactg 900 

aactcagctg aagctgcagc caaggccctg agcacttgta gttcacatct caccctcatc 960 

cttttctttt acactattgt tgtagtgatt tcagtgactc atctgacaga gatgaaggct 1020 

actttgattc cagttctact taatgtgttg cacaacatca tccccccttc cctcaaccct 1080 

acagtttacg cacttcagac caaagaactt agggcagcct tccaaaaggt gctgtttgcc 1140 

cttacaaaag aaataagatc ttagagacct tctccatgat gtacatgaac ctcagcttct 1200 

cctaaactgg atagtaaaat ttcaaagagg ataaatgagt aagtgaatac ctttggratt 1260 

ccctttttat atttgtatgt aaataattgt gaaagcttca gaaaagatac aaaaaatcac 1320 

agtagcctaa aatattgaca aaagctaaat atttaaatat atttgagaat atggaagaaa 1380 

tttctgccaa atcaaattgg atttaaagaa cttaatgatt gatatctatc tctt 1434 
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